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Piwi DAPI Merged 20µm DIC

DAPIPiwi Merged 50µm DIC

FasIII DAPI Merged 50µm DIC
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Supplementary Table 2 Sequences of primers used for qRT-PCR, construction of Piwi 
mutants and ChIP analysis and RNAi. All sequences are shown in 5’ to 3’ direction.  

 
Experiment Gene Primer forward Primer reverse 

 

Mutagenesis 

Primer 

Piwi D614A 

 

Piwi D685A 

GACTGATGACAATTGGCTTTGCC

ATTGCGAAGAGCACACGAG 

GCCATCTCGAATCGTATTTTATCG

AGCCGGTGTGAGCTCCGGCTCTC 

CTCGTGTGCTCTTCGCAATGGCAAA

GCCAATTGTCATCAGTC 

GAGAGCCGGAGCTCACACCGGCTC

GATAAAATACGATTCGAGATGGC 

 

qRT-PCR 

RP49 

Piwi 

Aubergine 

AGO3 

FasIII 

Traffic Jam 

Zucchini 

CCGCTTCAAGGGACAGTATCTG 

CAAGGCCGGATAATTGGACA 

GGGATGACCAGCAAGAAAGG 

CTGCATTTGTGGCCTCCATA 

AACCCAACACAGCGCTCCTC 

ACCAGTGGCACATGGACGAA 

CCCCATTACCACGAACTTGA 

ATCTCGCCGCAGTAAACGC 

CCATCGCTCGGAGTGGTAAG 

AAGACCGTCGCAGTCGTGTA 

GGGGAGTTTGCCATTCCTTT 

ATCCGGGTGTCTTGCTCCAC 

CGCTCCCGAAGATGTGTTCA 

CCAAGAGCCGTCCAGTTTAC 

 

ChIP-qPCR 

Piwi #1 

Piwi #2 

Piwi #3 

Piwi #4 

Piwi #5 

Piwi #6 

Piwi #7 

Piwi #8 

Piwi #9 

Piwi #10 

TGTCATCTCCGGATTTTGGT 

TTTCTAGCCGATGCGTAGGT 

TTTTCCGGTTGAAACCTCAC 

ACGCGCCTAGTTATTTTTGC 

AATTCTGCGAAGGTTTTCCT 

GCAGGGTGGCTGTTTTGTAT 

ACTGAGTCCAAAGCGTCGTT 

ACCATCACCTGACAGGAAGG 

TGCAGGCAAAGCATACTACAA 

CATCGCGATTGTTTTCAATG 

ACCTACGCATCGGCTAGAAA 

GTGAGGTTTCAACCGGAAAA 

AACCGTGTGAACTGGCTTTC 

ACGGGATGACTTGGAAATTG 

CAATCGTTGCAAGAGCCTTA 

GTGACCAAATGGCCAGATTT 

GGTGTCGAATTCCGAAGAAA 

CTAACGGTCAAGCTACGAAAA 

CGTGCGAGATTCAGCAATAA 

TCCTCGAGAGCTCTTCTCTCTC 

 

Experiment siRNA name siRNA sense siRNA antisense 

 

RNAi 

EGFP-si 

Piwi-si 

Zucchini –si 

GGCAAGCUGACCCUGAAGUTT 

GCUCCCAGGCGUGAAGGUGTT 

GCAUUGCCGUCAGCACUGUTT 

ACUUCAGGGUCAGCUUGCCTT 

CACCUUCACGCCUGGGAGCTT 

ACAGUGCUGACGGCAAUGCTT 

 


